CIP 104922 and CIP 80.34T (Pasteur institute, France). Sequencing of 88
the PCR products revealed 98% of identity with the bla CDA-1 gene, 89 confirming that it was an intrinsic resistance marker. 90
Phylogenetic relationships among Enterobacteriaceae based on 91 ampC sequence analysis, which is an accurate taxonomic assignment 92 tool as observed previously (10, 11, 12) , pointed out the evolutionary 93 relatedness of CDA-1 with the chromosome-borne β-lactamases of 94
Enterobacter aerogenes, Lelliottia nimipressuralis, and Citrobacter 95 freundii (Fig.2) . 96
Isoelectric focusing (IEF) analysis, using the multiphor II 97 electrophoresis system (GE Healthcare), of the ß-lactamase content 98 from the culture of C. davisae FUR gave a single band with pI value of 99 8.6 that comigrated with the ß-lactamase extract from E. coli TOP10 100 (pFUR). The predicted cleavage site of the CDA-1 β-lactamase is 101 located after the Ala-20 residue (13). This would yield a mature protein 102 with a calculated molecular mass and a pI of 39.8 kDa and 8.6, 103 respectively (www.expazy). 104
To assess the antibiotic susceptibility profile produced by CDA-1, 105 the coding sequence of the bla CDA-1 gene was amplified using the 106 primers CDA-A and CDA-B and subsequently cloned into PCR-107
BluntII-TOPO vector (Life Technologies). The recombinant plasmid 108 pCDA-1 was transformed into the wild-type E. coli TOP10 and the 109 porin-deficient E. coli HB4 strains, which gave rise to the recombinant 110 clones E. coli TOP10 (pCDA-1) and E. coli HB4 (pCDA-1), 111
respectively. an asparagine residue at position 346 (Fig.1 ). This amino acid had been 122
shown to contribute significantly to the carbapenemase activity of the 123 7 the Eadie-Hofstee linearization of the Michaelis-Menten equation as 137 previously described (17) . 138 The catalytic efficiency (k cat /K m ) of the purified β-lactamase was 139 high against early cephalosporins, such as cephalothin and cefoxitin, 140 but low against extended-spectrum cephalosporins, such as ceftazidime. 141
Imipenem and the zwitterionic cephalosporin cefepime were only 142 weakly hydrolyzed (Table 2 ). It is noteworthy that the hydrolysis of 143 ertapenem and meropenem was not detectable for the purified enzyme, 144 which contrasted with the increased MIC value of ertapenem for the 145 recombinant clone. This discrepancy between phenotypic and 146 biochemical approches could result from the low-but-not-zero 147 deacylation rate of AmpC beta-lactamases for those compounds (18). 148
The overall catalytic properties of CDA-1 were similar to those 149 displayed by the chromosome-borne β-lactamases of E. cloacae, E. 150 asburiae, E. aerogenes, and C. freundii (14, 19, 20 -1) , and E. coli TOP10 (pCDA-1) produced the CDA-1 β-lactamase, whereas E. coli TOP10 and E. 284 coli HB4 recipient strain did not produce significantly β-lactamase. 285 b CLA, clavulanic acid at 2 μg/ml; TZB, tazobactam at 4 μg/ml; CAZ-AVI, ceftazidime combined with avibactam at 4 μg/ml; ATM-AVI, 286 aztreonam combined with avibactam at 4 μg/ml. 
